Abstract Background
strated that 44.3% of the U.S. diabetes population did not reach a goal of satisfactory glycemic control (A1C<7%) while 24.6% and 13.1% of the adult diabetic population had a mean A1C !8% and !9%, respectively (2) . An unsatisfactory diabetic control, associated with macrovascular and microvascular complications, leads to stroke, ischemic heart disease, blindness, and renal failure, thus imposing a heavy public health burden on current healthcare system (3) (4) (5) .
Diabetes has a strong genetic component and both type 1 and type 2 diabetes cluster in the same family (6) . According to a 6-year result from the National Health and Nutrition Examination Survey (NHANES) [1999] [2000] [2001] [2002] [2003] [2004] , family history of diabetes has been shown to be an independent risk factor for the disease and has a significant, independent, and graded association with the prevalence of diabetes (7) . Several lines of evidence from population-based studies involving general and non-diabetic populations showed that family history of diabetes was associated with an increased risk for cardiovascular events (8) , endothelial dysfunction (9) , subclinical atherosclerosis (10) , as well as abnormal metabolic risk profiles such as abnormal glucose regulation (11, 12) , increased body fatness (12) , chronic inflammation (13) , and insulin resistance (14, 15) 
. Given the abundant data among non-diabetic population, little is known about the relations of family history of diabetes to glycemic control and metabolic risk burden among people with diabetes. We hypothesized that family history of diabetes was associated with a poor glycemic control and an increased metabolic risk. We sought to test the hypotheses by analyzing data from the NHANES 1999-2004.

Methods
Data source and study population
The NHANES, a population-based survey, used a stratified, multistage, and cluster sampling design to obtain a representative sample of the noninstitutionalized U.S. civilian population. The survey data are released every two years after 1999. This study included a 6-year (1999-2004) (19, 20) . Data management and analysis were performed using STATA 9.0 software (STATA Corporation, College Station, TX). Metabolic risks based on graded familial risk of diabetes (Fig. 1 T a b l e 1 . Ch a r a c t e r i s t i c s o f 9 4 6 P a r t i c i p a n t s wi t h Di a b e t e s , NHANE S 1 9 9 9 -2 0 0 T a b l e 2 . As s o c i a t i o n b e t we e n Di a b e t e s F a mi l i a l Ri s k a n d a P o o r Gl y c e mi c Co n t r o l ( A1 C≥ 8 %) a mo n g P a r t i c i p a n t s wi t h Di a b e t e s , NHANE S 1 9 9 9 -2 0 0 4 
Results
Characteristics of study participants
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